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of cell tracks can be achieved via hierarchical clus-
tering of cell tracks in the space of the staggered

confinement ratio and asphericity. Analyses at the population level do not provide the information required to decompose a cell
population into different sub-populations with distinct migration behavior.

2. Method 4. Single cell analysis

t'2 [min'?) t [min]

Schematic cell track characterization.  (A) Ex- Cell tracks with different types of migration behavior are shown (left). Heat maps of the stag-
ample of a cell track segment. (B) The volume gered confinement ratio, staggered volume asphericity, staggered outreach ratio and staggered
asphericity. (C) Track segments with different displacement ratio for the three types of cell tracks are shown (right).

time-orderings. (D) The confinement ratio is de-
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placement over the length of the cell track segment.
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A7 (n, m) e Dynamic changes in the migration behavior of single cells can be studied by extracting the
Oi(n,m) = (nm) (4) information of a staggered measure contained in its heatmap.
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e Hierarchical clustering of cell tracks in the parameter space related to staggered measures
Is applied to map clusters of cell tracks with similar migration behavior back into a system’s
spatial environment.
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