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Introduction

Bone morphology and microarchitecture are important features in various fields of
research and medicine. Since they change during development and growth, but also under
pathological conditions, they can be utilized to assess disease progression or phenotypic
abnormalities in new preclinical models of human diseases. The non-invasive imaging via
modern high-resolution computed tomography (CT) allows /n vivo bone studies, but at the
same time produces huge datasets that have to be processed in an automated and objective
manner. We therefore developed algorithms to quantify two different bone features, /e
bone surface roughness [1] and the cortical thickness gradient [2]. Both were successfully
applied in different research studies to quantitatively describe bone morphology and
pathological bone changes.
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Applications of Bone Surface Roughness and Cortical Bone Thickness Analysis

Quantification of bone degradation in experimental rheumatoid arthritis [1, 2] Bone structural changes in FLT3-ITD positive mice of acute myeloid
leukaemia model [5]
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